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<210> 1 

<211> 37 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Leu Leu Gly Asp Phe Phe Arg Lys Ser Lys Glu Lys lie Gly Lys Glu 
1 5 10 15 



Phe Lys Arg lie Val Gin Arg lie Lys Asp Phe Leu Arg Asn Leu Val 
20 25 30 



Pro Arg Thr Glu Ser 
35 



<210> 2 

<211> 13 

<212> PRT 

<213> Bovine 

<400> 2 

lie Leu Pro Trp Lys Trp Pro Trp Trp Pro Trp Arg Arg 
15 10 



<210> 3 

<211> 12 

<212> PRT 

<213> Bovine 



2 



<400> 3 

Arg Leu Ala Arg lie Val Val lie Arg Val Ala Arg 
1 5 10 



<210> 4 

<211> 14 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (2) 

<223> Xaa is independently R, L or K and one or both may be present 



<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa is one of C, S or A 



<220> 

<221> MIS C_F E ATURE 

<222> (4) . . (4) 

<223> Xaa is one of R or P 



<220> 

<221> MIS C_FE ATURE 

<222> (6) . . (6) 

<223> Xaa is one of A or V 



<220> 

<221> MIS COFEATURE 

<222> (8) . . (8) 

<223> Xaa is one of A or V 



<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<223> Xaa is one of V or W 



<220> 

<221> MIS C_F E ATURE 

<222> (12) . . (12) 

<223> Xaa is one of C, S or A 



<220> 

<221> MIS COFEATURE 

<222> (13) . . (14) 

<223> Xaa is independently R, L or K and one or both may be present 



3 



<400> 4 

Xaa Xaa Xaa Xaa lie Xaa Pro Xaa lie Pro Xaa Xaa Xaa Xaa 
1 5 10 



<210> 5 
<211> 13 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 5 

Leu Leu Cys Arg lie Val Pro Val lie Pro Trp Cys Lys 
15 10 



<210> 


6 


<211> 


14 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


6 



Leu Arg Cys Pro lie Ala Pro Val lie Pro Val Cys Lys Lys 
15 10 



<210> 


7 


<211> 


13 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


7 



Lys Ser Arg lie Val Pro Ala lie Pro Val Ser Leu Leu 
15 10 



<210> 8 

<211> 13 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 

<400> 8 



Lys Lys Ser Pro lie Ala Pro Ala lie Pro Trp Ser Arg 



4 



10 



<210> 


9 


<211> 


14 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


9 



Arg Arg Ala Arg lie Val Pro Ala lie Pro Val Ala Arg Arg 
1 5 10 



<210> 10 

<211> 13 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 

<400> 10 

Leu Ser Arg lie Ala Pro Ala lie Pro Trp Ala Lys Leu 
1 5 .10 



<210> 11 

<211> 16 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<220> 

<221> MIS COFEATURE 

<222> (1) . . (2) 

<223> Xaa is independently D, E, S, T or N and one or both may be 
present 



<220> 

<221> MIS C_F EATURE 

<222> (4) . . (5) 

<22 3> Xaa is P, G or D and one or both may be present 



<220> 

<221> MI SC___F EATURE 

<222> (6) . . (6) 

<223> Xaa is one of G, A, V, L, I or Y 



<220> 
<221> 
<222> 



MIS C_FE ATURE 
(8) . . (8) 



5 



<22 3> Xaa is one of R, K or H 



<220> 

<221> MIS C_F E ATURE 

<222> (9) . . (10) 

<223> Xaa is P, G or D and one or both may be present 



<220> 

<221> MIS COFEATURE 

<222> (11) . . (11) 

<223> Xaa is one of S, T, C # M or R 



<220> 

<221> MIS C_F E ATURE 

<222> (12) . . (12) 

<223> Xaa is one of G, A, V, L , I or Y 



<220> 

<221> MIS COFEATURE 

<222> (14) . . (14) 

<223> Xaa is one of G, A, V, L, I or Y 



<220> 

<221> MIS C_FE ATURE 

<222> (15) . . (16) 

<223> Xaa is D, E, S, T or N and one or both may be present 



<400> 11 

Xaa Xaa Leu Xaa Xaa Xaa Lys Xaa Xaa Xaa Xaa Xaa Pro Xaa Xaa Xaa 
1 5 10 15 



<210> 12 
<211> 13 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 12 

Asp Leu Pro Ala Lys Arg Gly Ser Ala Pro Gly Ser Thr 
15 10 



<210> 13 

<211> 14 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 



6 



<400> 13 

Ser Glu Leu Pro Gly Leu Lys His Pro Cys Val Pro Gly Ser 
1 5 10 



<210> 


14 


<211> 


14 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


14 



Thr Thr Leu Gly Pro Val Lys Arg Asp Ser lie Pro Gly Glu 
15 10 



<210> 


15 


<211> 


13 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


15 



Ser Leu Pro lie Lys His Asp Arg Leu Pro Ala Thr Ser 
1 5 10 



<210> 


16 


<211> 


12 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


16 



Glu Leu Pro Leu Lys Arg Gly Arg Val Pro Val Glu 
1 5 • 10 



<210> 17 

<211> 14 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 

<400> 17 



Asn Leu Pro Asp Leu Lys Lys Pro Arg Val Pro Ala Thr Ser 
15 10 



7 



<210> 18 

<211> 19 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<220> 

<221> MIS COFEATURE 

<222> (1) . . (4) 

<223> Xaa is chosen from A, P or R and one, two, three or all four may- 
be present 



<220> 

<221> MISC_FEATURE 

<222> (5) . . (6) 

<223> Xaa is an aromatic amino acid (F, Y and W) 



<220> 

<221> MIS C_F E ATURE 

<222> (7) . . (7) 

<223> Xaa is one of P or K 



<220> 

<2 21> MIS C_FE ATURE 
<222> (8) . . (9) 

<223> Xaa is chosen from A, P, Y or W and one, both or none may be 
present 



<220> 

<221> MIS C_F E ATURE 
<222> (11) . . (12) 

<22 3> Xaa is chosen from A, P, Y or W and one, both or none may be 
present 



<220> 

<221> MIS C_FE ATURE 
<222> (14) . . (15) ' 

<22 3> Xaa is chosen from A, P, Y or W and one, both or none may be 
present 



<220> 

<221> MIS C_FE ATURE 

<222> (16) . . (18) 

<223> Xaa is chosen from R or P and one, two or three may be present 



<400> 18 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Trp Xaa Xaa Trp Xaa Xaa Xaa 
15 10 15 



8 



Xaa Xaa Lys 



<210> 


19 


<211> 


16 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


19 



Arg Pro Arg Tyr Pro Trp Trp Pro Trp Trp Pro Tyr Arg Pro Arg Lys 
1 5 10 15 



<210> 


20 


<211> 


13 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


20 



Arg Arg Ala Trp Trp Lys Ala Trp Trp Ala Arg Arg Lys 
15 10 



<210> 


21 


<211> 


14 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


21 



Arg Ala Pro Tyr Trp Pro Trp Ala Trp Ala Arg Pro Arg Lys 
15 10 



<210> 


22 


<211> 


16 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


22 



Arg Pro Ala Trp Lys Tyr Trp Trp Pro Trp Pro Trp Pro Arg Arg Lys 
15 10 15 



<210> 23 



9 



<211> 14 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 

<400> 23 

Arg Ala Ala Phe Lys Trp Ala Trp Ala Trp Trp Arg Arg Lys 
1 5 10 



<210> 


24 


<211> 


12 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


24 



Arg Arg Arg Trp Lys Trp Ala Trp Pro Arg Arg Lys 
1 5 10 



<210> 25 

<211> 20 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<220> 

<221> MIS COFEATURE 

<222> (1) . . (2) 

<223> Xaa is R or K and one or both may be present 



<220> 

<221> MIS C_FE ATURE 
<222> (3) . . (3) 

<223> Xaa is a polar or charged amino acid (S, T, M, N, Q, D, E, K, R 
and H) 



<220> 

<221> MIS C__F E ATURE 

<222> (4) . . (4) 

<223> Xaa is C, S, M , D or A 



<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> Xaa is F, I, V, M or R 



<220> 



10 



<221> MIS C_FE ATURE 
<222> (6) . . (7) 

<223> Xaa is R or K and one or both may be present 



<220> 

<221> MI SC_FE ATURE 

<222> (9) . . (9) 

<223> Xaa is C, S, M, D or A 



<220> 

<221> MIS C_F E ATURE 

<222> (10) . . (10) 

<223> Xaa is F, I , V, M or R 



<220> 

<221> MIS C_FEATURE 

<222> (13) . . (13) 

<223> Xaa is F, I, V, M or R 



<220> 

<221> MIS C_F E ATURE 

<222> (14) . . (14) 

<223> Xaa is C, S, M # D or A 



<220> 

<221> MIS C_F E ATURE 

<222> (15) . . (15) 

<223> Xaa is F, I, V, M or R 



<220> 

<221> MIS C_FE ATURE 

<222> (16) . . (17) 

<223> Xaa is R or K and one or both may be present 



<220> 

<221> MIS C_FE ATURE 

<222> (18) . . (18) 

<223> Xaa is C, S, M , D or A 



<220> 

<221> MI SC__FE ATURE 

<222> (19) . . (20) 

<22 3> Xaa is R or K and one or both may be present 



<400> 25 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Val Xaa Xaa Arg Gly Xaa Xaa Xaa Xaa 
1 5 10 15 



Xaa Xaa Xaa Xaa 
20 



11 



<210> 26 
<211> 19 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 26 

Arg Arg Met Cys lie Lys Val Cys Val Arg Gly Val Cys Arg Arg Lys 
15 10 15 



Cys Arg Lys 



<210> 27 
<211> 18 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 27 

Lys Arg Ser Cys Phe Lys Val Ser Met Arg Gly Val Ser Arg Arg Arg 
15 10 15 



Cys Lys 



<210> 


28 


<211> 


19 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


28 



Lys Lys Asp Ala lie Lys Lys Val Asp lie Arg Gly Met Asp Met Arg 
1 5 10 15 



Arg Ala Arg 



<210> 29 

<211> 18 

<212> PRT 

<213> Artificial 



sequence 



12 



<220> 

<223> Cationic peptide 
<400> 29 

Arg Lys Met Val Lys Val Asp Val Arg Gly lie Met lie Arg Lys Asp 
1 5 10 15 



Arg Arg 



<210> 30 

<211> 17 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 

<400> 30 

Lys Gin Cys Val Lys Val Ala Met Arg Gly Met Ala Leu Arg Arg Cys 
1 5 10 15 



Lys 



<210> 31 
<211> 20 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 31 

Arg Arg Glu Ala lie Arg Arg Val Ala Met Arg Gly Arg Asp Met Lys 
15 10 15 



Arg Met Arg Arg 
20 



<210> 32 

<211> 17 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Xaa is R or K 



13 



<220> 

<221> MIS C_FEATURE 
<222> (2) . . (2) 

<223> Xaa is a polar or charged amino acid (S, T # M, N, Q, D, E, K, 
and H) 



<220> 

<221> MIS COFEATURE 

<222> (3) . . (3) 

<223> Xaa is one of C, S, M, D or A 



<220> 

<221> MIS C_FEATURE 

<222> (4) . . (4) 

<223> Xaa is one of F, I, V, M or R 



<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (6) 

<223> Xaa is R or K and one or both may be present 



<220> 

< 2 2 1 > MIS C_FE ATURE 

<222> (8) . . (8) 

<223> Xaa is one of A, I, S, M, D or R 



<220> 

<221> MIS COFEATURE 

<222> (9) . . (9) 

<223> Xaa is one of F, I, V, M or R 



<220> 

<221> MIS COFEATURE 

<222> (12) . . (12) 

<223> Xaa is one of F, I, V # M or R 



<220> 

<221> MIS COFEATURE 

<222> (13) . . (13) 

<22 3> Xaa is one of A, I, S, M, D or R 



<220> 

<221> MIS C_FE ATURE 

<222> (14) . . (14) 

<223> Xaa is one of F, I, V, M or R 



<220> 

<221> MIS C_FE ATURE 

<222> (15) . . (15) 

<223> Xaa is R or K 



14 



<220> 

<221> MIS C_FEATURE 

<222> (16) . . (16) 

<223> Xaa is one of C, S, M, D or A 



<220> 

<221> MIS C_F E ATURE 

<222> (17) . . (17) 

<22 3> Xaa is R or K 



<400> 32 

Xaa Xaa Xaa Xaa Xaa Xaa Val Xaa Xaa Arg Gly Xaa Xaa Xaa Xaa Xaa 
15 10 15 



Xaa 



<210> 33 
<211> 18 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 33 

Arg Thr Cys Val Lys Arg Val Ala Met Arg Gly lie lie Arg Lys Arg 
15 10 15 



Cys Arg 



<210> 34 
<211> 19 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 34 

Lys Lys Gin Met Met Lys Arg Val Asp Val Arg Gly lie Ser Val Lys 
15 10 15 



Arg Lys Arg 



<210> 35 



15 



<211> 17 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 35 

Lys Glu Ser He Lys Val He He Arg Gly Met Met Val Arg Met Lys 
15 10 15 



Lys 



<210> 36 

<211> 17 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 

<400> 36 

Arg Arg Asp Cys Arg Arg Val Met Val Arg Gly He Asp He Lys Ala 
1 ~ 5 10 15 



Lys 



<210> 37 
<211> 19 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 37 

Lys Arg Thr Ala He Lys Lys Val Ser Arg Arg Gly Met Ser Val Lys 
15 10 15 



Ala Arg Arg 



<210> 38 

<211> 18 

<212> PRT 

<213> Artificial 



sequence 



<220> 
<223> 



Cationic peptide 



16 



<400> 38 

Arg His Cys lie Arg Arg Val Ser Met Arg Gly lie He Met Arg Arg 
15 10 15 



Cys Lys 



<210> 39 

<211> 31 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<220> 

<221> MIS C_F EATURE 

<222> (2) . . (2) 

<223> Xaa is a polar amino acid (C, S # T, M # N and Q) 



<220> 

<221> MIS C__F EATURE 

<222> (4) . . (4) 

<223> Xaa is one of A, L, S or K 



<220> 

<2 21> MIS COFEATURE 

<222> (6) . . (6) 

<223> Xaa is one of A, L, S or K 



<220> 

<221> MIS C_F EATURE 

<222> (11) . . (11) 

<223> Xaa is one of A, L, S or K 



<220> 

<221> MIS C__F EATURE 

<222> (16) . . (16) 

<223> Xaa is one of A, L, S or K 



<220> 

<221> MIS COFEATURE 
<222> (16) . . (31) 

<223> Xaa is amino acids chosen from G # A, V, L, I, P, F, S, T, K and H 
and one to seventeen may be present 



<400> 39 



Lys Xaa Lys Xaa Phe Xaa Lys Met Leu Met Xaa Ala Leu Lys Lys Xaa 
1 5 10 15 



17 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 25 30 



<210> 40 
<211> 28 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 40 

Lys Cys Lys Leu Phe Lys Lys Met Leu Met Leu Ala Leu Lys Lys Val 
15 10 15 



Leu Thr Thr Gly Leu Pro Ala Leu Lys Leu Thr Lys 
20 25 



<210> 


41 


<211> 


26 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


41 



Lys Ser Lys Ser Phe Leu Lys Met Leu Met Lys Ala Leu Lys Lys Val 
15 10 15 



Leu Thr Thr Gly Leu Pro Ala Leu lie Ser 
20 25 



<210> 42 

<211> 27 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 

<400> 42 

Lys Thr Lys Lys Phe Ala Lys Met Leu Met Met Ala Leu Lys Lys Val 
1 5 10 15 



Val Ser Thr Ala Lys Pro Leu Ala lie Leu Ser 
20 25 



<210> 43 
<211> 32 
<212> PRT 



18 



<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 43 

Lys Met Lys Ser Phe Ala Lys Met Leu Met Leu Ala Leu Lys Lys Val 
15 10 15 



Leu Lys Val Leu Thr Thr Ala Leu Thr Leu Lys Ala Gly Leu Pro Ser 
20 25 30 



<210> 


44 


<211> 


25 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


44 



Lys Asn Lys Ala Phe Ala Lys Met Leu Met Lys Ala Leu Lys Lys Val 
1 5 10 15 



Thr Thr Ala Ala Lys Pro Leu Thr Gly 
20 25 



<210> 


45 


<211> 


26 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


45 



Lys Gin Lys Leu Phe Ala Lys Met Leu Met Ser Ala Leu Lys Lys Lys 
1 " 5 10 15 



Thr Leu Val Thr Thr Pro Leu Ala Gly Lys 
20 25 



<210> 


46 


<211> 


26 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<220> 




<221> 


MISC_FEATURE 



19 



<222> (1) . . (26) 

<223> Xaa at residues 4, 7, 8, 10, 11,14, 15 is a hydrophobic amino 
acid 



<220> 

<221> MIS C_FEATURE 

<222> (1) . . (26) 

<223> Xaa at residues 5, 6, 9, 12, 13 is a hydrophilic amino acid 



<400> 46 

Lys Trp Lys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa lie 
1 " 5 10 15 



Phe His Thr Ala Leu Lys Pro lie Ser Ser 
20 25 



<210> 


47 


<211> 


26 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


47 



Lys Trp Lys Ser Phe Leu Arg Thr Phe Lys Ser Pro Val Arg Thr lie 
15 10 15 



Phe His Thr Ala Leu Lys Pro lie Ser Ser 
20 25 



<210> 


48 


<211> 


26 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


48 



Lys Trp Lys Ser Tyr Ala His Thr lie Met Ser Pro Val Arg Leu lie 
1 5 10 15 



Phe His Thr Ala Leu Lys Pro lie Ser Ser 
20 25 



<210> 49 

<211> 26 

<212> PRT 

<213> Artificial sequence 



20 



<220> 

<223> Cationic peptide 
<400> 49 

Lys Trp Lys Arg Gly Ala His Arg Phe Met Lys Phe Leu Ser Thr lie 
15 10 15 



Phe His Thr Ala Leu Lys Pro lie Ser Ser 
20 25 



<210> 50 
<211> 26 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 50 

Lys Trp Lys Lys Trp Ala His Ser Pro Arg Lys Val Leu Thr Arg lie 
15 10 15 



Phe His Thr Ala Leu Lys Pro lie Ser Ser 
20 25 



<210> 


51 


<211> 


26 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


51 



Lys Trp Lys Ser Leu Val Met Met Phe Lys Lys Pro Ala Arg Arg lie 
15 10 15 



Phe His Thr Ala Leu Lys Pro lie Ser Ser 
20 25 



<210> 


52 


<211> 


26 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


52 



Lys Trp Lys His Ala Leu Met Lys Ala His Met Leu Trp His Met lie 



21 



10 15 



Phe His Thr Ala Leu Lys Pro lie Ser Ser 
20 25 



<210> 


53 


<211> 


26 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Cationic peptide 


<400> 


53 



Lys Trp Lys Ser Phe Leu Arg Thr Phe Lys Ser Pro Val Arg Thr Val 
15 10 15 



Phe His Thr Ala Leu Lys Pro lie Ser Ser 
20 25 



<210> 54 
<211> 26 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Cationic peptide 
<400> 54 

Lys Trp Lys Ser Tyr Ala His Thr lie Met Ser Pro Val Arg Leu Val 
15 10 15 



Phe His Thr Ala Leu Lys Pro lie Ser Ser 
20 25 



<210> 55 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR amplification primer 

<400> 55 

gtccctgtat gcctctggtc 20 

<210> 56 

<211> 19 

<212> DNA 

<213> Artificial sequence 



<220> 



<223> PCR amplification primer 



<400> 56 

gatgtcacgc acgatttcc 



<210> 57 

<211> 19 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> CpG oligonucleotide 
<400> 57 

tcatgacgtt cctgacgtt 



<210> 58 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> nonCpG oligonucleotide 
<400> 58 

ttcaggactt tcctcaggtt 



<210> 59 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 59 

tcatagcagc caccttcatt c 



<210> 60 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 60 

tagcgcagat tcttgggttg 



<210> 61 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 61 

tgtcctttct cagagtggtt ct 



<210> 62 

<211> 21 

<212> DNA 

<213> Homo sapiens 



23 



<400> 62 

tgcttccata gggacatcat a 



21 



<210> 63 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 63 

acctgaacct tccaaagatg g 21 



<210> 64 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 65 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 65 

gtgcagaggg ttgtggagaa g 21 



<210> 66 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 64 

gcgcagaatg agatgagttg 



20 



<400> 66 

ttctcccgtg caatatctag g 



21 



